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4#¥ 11-225102 

to 

•fe ^ ;i/CoA 1/ ? # - if £ &m -t Z> M&Z. ^ * # - L £ ^SCSE 

[ff 2 ] stf y :n* ^;i/Mi§rS£ili*fe^#J^T<Z> (a) x » O) © # y A V 

(a) IB^J#-^2X«iB^J#-^4T^$tl^T^ ^M^J$:^^3f>^^K 

(b) 2 x 4T*mznz>y5i j wmn tc as ^ t i m u < 

[If *g 3 ] j}< >J X^-T-^/S^ffaRai^^JKT© (a) Xte (b)CDDNAj^ £ 
(a) @2^fJ## 1 Xitmpm-% 3 T^$n£&*@B#!£^tfDNA 

[ff#^4] /S-^r b^*^-^mfe^i$&>T<D(a)XiZ(h)v>$yrts;g : 

(a) gH^j#-^6T*a^ttsT^ jmmn^ts&yrtzm. 

[»#£5] 0->r h^^^--^a^^T©(a)Xtt(b)0DDNA^e>J&-2> 

(a) gB^J##5T*^$tlS^BB^J$:^tfDNA 

(b) @H^J##5T^$tl-5lfeS@B^J$:-g-tfDNAi:x h y hfc3M£TT*A 
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NA 

[ff^6] NADPH-T-fe hT-k^;i/CoAl/^^^-ifit^^T©(a)X 
te(b)or>#>>r?*H£:a- F-T^DNA^e,^^,, l 3B«©JgjR*Ktftffc 0 

(a) K*J#*8T?^£*i*7$y»BB^&^*f*>^*R 

(b) S2^J##8T^$nST^y^BH^J^i3V>T l^L<tttS[M©r^ >^^7b^ 
3c, »^b<«#in$4xfcT^ 7^@H^J?:^^ ^oNADPH-T-fe FT-fe^;i/Co 
Al/#*#-if$S44£;£-r&#>A*M 

[ff#^7] NADPH-7"fe F T1Z<?-J]/Cokl/#i? ^ - t'Sfe^JKT© (a) X 
tt(b)©DNA^e>fc£. 1 !Btt<Z>^jM£&tt. 

(a) SB^'J## 7 T*i!£ ft<6:fcaSffl#l&'£t?DNA 

(b) gB?iJ#^7T^£n&&MB3«J£^trtmhX h'J>^x> F&^#TT*/\ 
>f ^XU ^oNADPH-T-fe F7i^;bCoAl/#?#-1??£tt£:^-r5#> 

F-T-5DNA 

[ff*«8] jgJSrtgifttttfS/rL- F^^-xMXti^;i/^ F-TMCM-TS 
*WgT*&<5, 1 ffltf 

61-3$; ( JCM10015) & £ fff^ 8 mMftfemMMfc* 

[ff#^i 2] 3-t: Fn^J/7;i/^>S^->)/ 80~95%©^E;i/^^-e 
3-n Fa >^£^if*>©T*&3ff^i lfB^O&Mi^Ky xxt=-;kz) 
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[00 0 1] 
[0 0 0 2] 

«^<©«^«tt, *°U-3-fc KD^^>i (P(3HB)) ££-£j&U 
[*Jfr ffi L fcP(3HB) 180rSSJC»jWJB« £ % nfffiteKF^T* & *J , 

ktlT^fc., L**U i5©^^3-t KD^^7;i/^j>i (3HA) ZL~yh£(D 

^ X b— T • a.— bU-77 (Ralstonia eutropha) QB&T friJ V Jf* X - a.- K 
(Alcaligenes eutrophus) ) SrJg^T^altS £401/3-;* fc^n 
>S5:^SrfcT', «*»5<Z)3-t Kn* S/W«ft(3HV)fc©9>#\k£M# 
^'Jl^rM P(3HB-co-3HV)CD^^fjfctlTfe»J, TBiopolj ©ffi*T?fcie> 
tlT^S [«tfN4f#fflHS50052459#(1981)] . TXD^ • **l^x (Aerom 
onas caviae) {C <fc 53HB£ 3 - fc: Ka 3f S/'vdf (3HH) £ © 2 

P(3HB-co-3HH)feJ:tJt^©»3ia5^C'^V^T, W*8#feS*U 
tc H #H§3*5-93049# «fc tf4f M¥7-265065#45fe«tC*ti-enaB«S 

ftTV*S. P(3HB-co-3HH)&S-£#HU 3HHa. — y K#^©ig;&0£ £ fctClg&ffcft 

3 ffifE# 2000-3073420 
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oi, S. Kitamura, H. Abe, Macromolecules 28, 4822-4823 (1995)] „ 
[0 0 0 3] 

S/a.- • XXlf-61-3^ (Pseudomonas sp. JCM 10015) l£, ^ 
^|SC4~12i:^ofeip|jtS^3HArLr:y PhaCl [#|f§ 

5pl 0-276781 J. Bacterid., 180, 6459-6467, 1998] -£PhaC2 [J. Bact 

eriol., 180, 6459-6467, 1998] & ¥<DjH V X^fM^fi^ttS - £ 
ktlTV^o 2/ a- F^X • XXfcT-61-3*$MC <j;ot4S$tl 

6ftI^*yi^fMi, 3HB#^#<gV>fciMC. ^^n^^M^TKUx^^ 

[0 0 0 4] 

x^fM^iil^ h^^^-ifit^&^NADPH-T-fe bTtfK 

^0^gl^?:MV^T3HB^©lftV^^fi-^d<y XX^;i/©^5t^^$:*l«i-§ 
[0 0 0 5] 

>»-&«#*at'g : ?-« t **StlfcS/3.- • ocx bf- 61-3^5:. */:x- F 

• JiXtf-61-3^S5R/Ky xXfM^HS^f (phaCl^^) . 
7;i/XbX7-a-hn77*3f5i3-^hft7-t*ie? (phbAM^) 
b— T • 3.— hn^Tfi^NADPH-Ti2 hT-fe^^CoAU 

=s- (phbBMe^-) *-T*mnmmLfc]&nm&<btf. mmm* 

~12©3HA^L— y hZ-Stis SHBOD^^^^SO—gS^POHB-co-SHA)^^^^^ 

h 7 -fe ^;i/CoA 1/ ^ ? # - if Sr^-T V * - T'^KSI L fe^ 

4 2000-3073420 
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[0 0 0 6] 

*ft£n- Ft-<5DNA^£>fc£, fSrSB^jBC«SI#T&<5. 

(a) ffi#f#-& 2 X «®B3«# 4 T*m £ ti& T ^ y BftK^F Sr^tf # > 7t ? ft 

(b) E#f« 2 X JiIE#I## 4T*Sti«T^y MB^JJCfcHT 1 ^ L < ttftffi 

[0 0 0 7] 

(a) M2#I## 1 XteSB#|## 3 T?*SftS££S3#f€:#t?DNA 

(b) IE#I#-^ 1 X &@e#[#-i§- 3 $ tl 5 &*BB?rj £ ^tf DNA txhy>i;x> 
h ^ftTT ;W^'j^>fXU ^ -d jK U a: ^ ?: -5 # y A 
*ft£3- Fi"-5DNA 

[0 0 0 8] 

££IC. #2St$!te, 0->r h^^^-if^^J^T©(a)Xtt(b)CD^>/\°^ 
ftfcn- K-TSDNA^fcS, «jr»^ft«»#T»«. 
f| (a) SE#[##6T^£*i&yi5 Jfflmn^tiZyrtVM. 

(b) IB^rj§# 6 T*3t £ *is T ^ y mSH^rjlc fe v>T 1 3? L < l$WtM<D7 $ J MtfX 

[0 0 0 9] 

£e>Kl. #|gtBW:> jg-^r h^^^--^»^^T©(a)Xtt(b)(5DDNA^e>^ 
taf2^ft«m^T*feS 0 

(a) IH^J##5T^$tlS^SiBMS:-^tfDNA 

(b) ffi^#-S 5-e*3ftSt6SK^£^t?DNA£;* h U h^#T^A 
-f^'J^XU fr-DP-T h^^-^m^L-km-t £#>A*ft£zi- K-r^D 
NA 
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[0 0 10] 
[0 0 1 1 ] 

S^iC. NADPH-T-fe hT-fe^^CoAV^f^^-lf^^^^^orXa) 

(a) BB^J##7^£;ft&3&^ge^J£^frDNA 

(b) BH#J## 7 T*^$ ti^^aiB^J^-^^DNAi: x hy>*;i>b &*#tt*^ 

>f #>f XL, ^oNADPH-T-fe h 71*^;i/CoA ]y # -If^S^-T^ # > 
[0 0 12] 

T% SalSnSsKyai^-T-^/^bTtt, MUiffc 4 ~12©3-h: Kn 3f t/7 Ji/ij yW. 
n-y h(&$X-\£. 3-H Kn#£/7 ^A^ll^ h<Z>80~95mol%#3-fc: FD^r 

[0 0 13] 

i. mft&wimomz 

6 ffifflE# 2000-3073420 
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^^(Pseudomonas putida), • :nx tl°-61-3ffc(Pseudomonas sp. 

61-3) & if© S/ a- K^^^MJCjR-rsiHa, h-T - hD^T(Rals 

tenia eutropha)^©^:* h-T«JC«^*iW||, • *(Ba 

cillus subtiIis)^if©A^;i/^(Bacillus)MiCS-r^>|ffl^ *j®S(Escherich 
ia coli)&^©xyS/a:y trjRjcJR^sliii^ y # n $ -fe * • -fel/lf^n:(S 
accharomyces cerevisiae) &£<DVy1in$ ±X (Saccharomyces) MtCjR-T 

*>S?4f • h -if (Candida ma l tosa) £ £*©# y *J $ (Candida) jSiCM"T 

[0 0 14] 

iz t § m%. © sK y 3i x ^M^SaR*^ £ L fciiM £ ffl ^ & 3 
=fe^^<S 0 Sltcte, rffy t Fn=ap*/:/#>^(p(3HB));&.tf3-t: Kn**/^f*> 

M^-tf, S/a- K^E-^-x • xxtf-6i-3^©dfy n Fn >^-£/&^fg3t 

S/a.- F^* - :c;*fcr-61-3|fc4»Jc^AU SS^aKy 
ti Kn^ri/^^ > j£B3iat£-?> i: Sfe&flO:© jK y t K n * $/ ^ # y Wt^mm 

#v*Fu*^zr*ym&&&mmte**mm2tiT^zz£<Dmmi*. mmte 
>ry *v KJcjfc^r^sstisMtcs/^ h 

[0 0 15] 

&->T h^^-^-ifae^^NADPH-T-fe hT-fe^;i/CoAl/^^^-ifit^$;^ 

7 tfi!E4# 2000-3073420 
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i 

©phaCl5tfc^X«pliaC2»fc^-& Z&mtf e>*l5". phaClJt^^©^«MH^J$:gB 
3«JS# 1 IC, phaClit^tfzz- K-TSsKU ^•^M-S^UiCDT ^ 7MS2#I5: 

&&mm& z M-t s re y > mist ^ y ^se^ifc & i m v < i*mm<D r 
^;s*^*bt : bj:<, x&mpm^ 2x1$ 4 T*mztiz>T $ jmmmzim 

, ^*L<li2~5l, $e>lC^^b<tt5~10M<Z)T^ y^^#*LT ; fo e |;< 
„ &£v%&, S3^J##2X«4"?5^$ti€>T^ yfi*BB8l<Z> II, #£L<H:2~ 
51, $ <bC*?i; L<&5~10fi©T * ;^ttibtt) £ ge#j## 

250~350mM, $f £ b < &300~400mM-£ CD^fr £ V % 3 „ 
[0 0 16] 

/s-^r F^:*-^-i?3t^£: ITU hny - n- bn7yfi* 

©phbA^^-^if^ptf btl^o phbA»fc^©&ggB^J£iS3tfJ##5C, phbASt 

^MT^y^SB^JlCfeVNTl^b<«^M©T^>'miC^^ tttQ^<DW£ 
<tt2~5te, $ L<te5~10<gtf)y ^ ;i^lT*J:<, X&U 

JWM3\Oim. ^JKtt2~5i, $ *>IC#£ b<«5~10M0DT^ JMtf 
SmUT=foJ:VN 0 Se^J##5T'^$tlSi^*gBM^-g-tfDNAi:X h V2si? 

x> h^^#T^A-f *VXi" SZLiltf-e^SDNAfe, mvMtfe-v b** 

8 ffilE4$ 2000-3073420 
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[0 0 17] 

HlDPH-T-fehr-fe^CoAU^*— tfJte^LTH:, 5/1/* h-T 
7 {C. phbB»^# n— Ft" -5 NADPH-T thTtf /1/CoA U # - if © 
NADPH-T * KTW/bCoAU St7^ y 

tC#£ L < tt 5 ~10<g©T ^ y tttf** b T % J: < , XttK*!** 8 T?*3 n* 
7^g&@g?rjiciflg, *F*L<I42~5«, $ lc#£ L < » 5 ~10flg©T =• j 

fc, SB^#7T^$ti^m*BB^J?r^tfDNA^x hVyp^y h&^#TTv\ 
>f *'?&Z.£ifi'1*%&I)M% % gSDNAj^NADPH-r-fe hTir^;i/CoAU 

Xh'J>j;z>hft*fti:tt, **#60~68TD, #£L<tt55~68'CT* 

, ^hU *2>ft«#250~350«!L L < tt300~400»MT?©*#S: V% ? 0 

[0 0 18] 

&*MiWJC|SR}£;a5*lT, ^5^^ KDNA^!7 7-S?DNAfc/<*#-fc LTMV**3 

*JBiS:fiii:bTffi^5«^K:tt, PBR322. P UC18. pBluescript I 
I*©^5*^ KDNA, EMBL3, MIS, A gUl*© 7 7 - S?DNA*&, 
LT»V**»&tt, YE P 13. YC P 50^£, ■MtMftfc»±fc LTtf V***6t*, P 
cDNAI, pcDNAI/Amp (>f > ^ h n s; x ? # - £ JSV*« 3 H 

So 
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[0 0 19] 

m-?2> PLA2917 (ATCC37355) ^ RSF1 0 1 Oggg ^ftS PJRD215 (ATCC 37533) £ 
tltcsit Z -DNAJSf/t £: T^flRODNAU #-1?&MV*T3i*§£jES;**<6 Zl hlC J; 

PR^n^e-^-, T7^n^-^-^H$:, mnzm^t LTMVn^# 

gal l^n^E-*-, gal 10^a =E- # if £fflV%£ d il^T^So 
-tit, phaClpgJl^^^phbCABgg^^n^^^^yn^-^-^^-tfi: 

mxe>nz>mm&¥zm^z>z.£-&T*gz>o phaci Ps ^^-_t^cDS*BB 
#i£ia#i#-i§- 9 ic, P hbCAB Re ^-^n >±m<D&mmw&mFm^iQKmir 0 

[0 0 2 0] 

xftmaxv #-tc&, &mjcjs&t, 

, xzf^>(i/>>f*/>f+)^ atfy Atfjus/^/i/, W^v-;*;-, y^y-i^ 
watery*: */ 'j ^h^-b->r^y ^^-v-rs/^w 

tiSo s/a.- K^x«K:«t-£$^£*§££LTMv^^'£icki: % 

^ % — — L/T, phbCAB Re ^n>T^©#-^*-#-£^fr£#*-£*l& 

#-5§-inc^-r„ 
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[0 0 2 1] 

*H^©**tiA<*DNA©*A*tti: lilt «*tf*/I,5,*A-f *->fcja v * 
[Current Protocols in Molecular Biology, 1#, 1.8. 1M, 1994*] ^ 
hUtfU-S/aym [Current Protocols in Molecular Biology, 1 
.8.4 H, 1994*] f» f ^5 0 K*:h*MlC«**|M^D 
K©*Att, #^SffilCJ:yfT3 [Friedrich et al. : 

J. Bacterid. 147:198-205(1981)] „ 
[0 0 2 2] 

CMethods.Enzy«ol. ,194,182-187(1990)] , 77xD^Xhg [Proc.Natl .Ac 
ad.Sci.USA,84,1929-1933(1978)] , »»U^9Aj* [J.Bacteriol . ,153,163-16 
8(1983)] ♦^Jf&tis. 

[0 0 2 3] 

fcfc. 'J t K n i> ^ ^ >HMfii^«i$ tlfe i/a - t.^ • 
:n*fcf-61-3#<$:, KpJBB49-phb-e^®^Lfe^ (Pseudomonas sp. 

BB49) ttFERM P-17503hbT, 7? ^ K P JKSc46- P haT^K^ Lfc* (Pseudom 
onas sp. KSC46) ttFERM P-17504il LT. ^ *OfpJISc54-phabT?«IC**L,fe* 
(Pseudomonas sp. KSc54) tiFERM P-17505£LT. X«a«K^#X^XHttt 

[0 0 2 4] 

1 1 tfiiE# 2000-3073420 
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[0 0 2 5] 

*«&0.01~0.1%JClWRbfe«?ifi*«#*f tt25~37"C© 
ttH^»»»K: 2-7 ummtZ Z. £ K J: *J #y x*^;i/£S#:p'3lC^»$-fr, 

[0 0 2 6] 

fistitfu »*xtt4^&£©^«$iiiBg, ^y&ym. ^*r-y->m. *v 

[0 0 2 7] 

gsswfcUTtt, M^&r^xr, a-ffcy^-^A, ^y^x^A. 

U ^y^^EX^A^ODy^x^Aj&tf)^ «*:/h>, ^x^px. MrX^f;* 
[0 0 2 8] 

1 2 2000-3073420 
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-e-D-^*tf?? Y^J S/K (IPTG) , > K-;i/T^y;i/^(iAA) ^£ 

MI-1640 . DMEM«^Xtt^ne>©««K:9^Jteiejfil»&»*Lfc*^Mv^e>*l 
■So t1^5%C0 2 #^T, 3O~37TC*t?14~280|^ff Jg^tfi&^v 

f [0029] 

T#'Jwf/l/Sililt«. iliiK:J:oT*a€:3ty|»< 0 3©^DD*Mi 

[0 0 3 0] 

immmi 

S/a-K^^ • XXfcf-61-3** (Pseudomonas sp. JCM 10015) tt, 

aG2)tCfln*.T, >Kyt:Kn^S/^*>»^#*(phbC)€:«^-rsfc«), 

3-t KD^i/^>|g$:li-©^y Si:tS)K';i^ (P(3HB)) t. 

1 3 fltffiW 2000-3073420 
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, mmWL4~12(D3M3.— y hA^U ii^tlfe^M-^^U (P(3HB-co-3H 
A)) t(DzfUy K#$:^l?EtS 0 3HB:i— <y Mi, PhaCl^PhaC2 <k *J fe^o.^-/ 

B#5fs©^^^;Ki;;n;*^;w;i:^/&£;ft&v^ -£3T\ K^^x • 31 

[0 0 3 1] 

^^5:3- Ki-Sa^(phbC ps a^)©5' *agf£342b P ,g.tf3' 3c$§f£418b P £ 
^^^-tir&riiicj: »J> 94ibp<D^^M^U t: Kn^i/^^>t^iilfe? 
m^(EcoRI-PstIfr^)5:#SSL^ 0 «fcV>T*, #e>tl^EcoRI-PstI^f^r$:, pBR322 

©ecori, pstigp-eic^b, *'u t: )>u^i/^^ym^mmm.^mMm(D 

FpBREP9(Tc r )£fl=$gLfc 0 ft £ tlfe?^* 5 FpBREP9(Tc r ) £ % 272mM 
tf)S/ai8gS:^tf8mM HEPESM®M(pH7.2)*{C^Mb^^3.- F^^X • aiXtT- 
61-31* tCXl^ hUtfls-Z/a : 7.5kV/cm, 800Q. 25 # F) IC <fc U A 

L/ fc„ phbC ps »^$£^ (phbC: : tet) Ji, rh^VZV yisM L B ^Jt^ 

§g L fclfc&ftDNA fcMBS^iSiT-Mfl;^ phbC ps »fe^O -gp £ ^ n - y H 
[0 0 3 2] 

mm*. * * # - £ ® 2 ic^ l fee mmK&tymjktfmffimzmm i 

Sanbrook et al. :Holecular Cloning, A Laboratory Manual 2nd ed. , Cold Spr 
ing Harbor Laboratory Press, 1989] JC^oT f5o feo E 2 ICfB^tf) <fc 5 IC, pBS 
EX22&tfpGEM'-phbCAB£ffi2g^;* * F£ LTMVNfe. nt% pBSEX22li, 
^.-F^E^-^ • ^^bf-ei-S^^phaClM^^Sr^^^-kb EcoRI-XbalM*££pB 
luescript II KS+{C#A-f£ Zl illC J: y f£gfU pGEM' -phbCABtt, ^)V7.Y—T 
• ^L- hn7TH16(ATCC 17699) ©phbCABa^^- [J. Biol. Chem. , 264, 15293- 
15297, 1989; J. Biol. Chem., 264, 15298-15303, 1989] £PCR-eififi§ ft£> 

1 4 ffi§E# 2000-3073420 
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*i£PCR$tJi$:> NdeI£PstIgp#:$:^@L£pGEM-T (Promegaft) ^#-lC|fA 
[0 0 3 3] 

*/=l- f^j* • x^fcr-6i-3<*rti-e«|gnriB36!^»jc'rsfe«)ic, jsh*^^ 

- F^X • ^^Sl-Zm^mmnmtezf^*^ FpJRD215(ATCC37533)lC$ff 
A-3*£gL£„ -tt£t>%. "f^XS KpJASc22tt, pBSEX22^e>> is=l- F^E^X 
• IX fcr-61-38cf&*jKy iXfM^I 1 3t^(phaCl ps »^);RtfSBt 

fi^o^M- * - (P Ps ^"n ^e- # -) £-g-frApai-sacifSr#$;-$i t; & u MHt# 
^ pJRD215©A P aI, SacIgpffiKUglg • ffi A^S r i: fC J: U L tc e * 

Zf^X $ FpJBB49-phb& % ^JlX h — 7 • rL- hD77 E&5fephbCAB Re ^/<n > :/ 
n^-^-(P Re yn^-^-) % P haCl ps »^, 7^h-7-a-hD77fi 

5fc/s-4- h^^-^--fe'»^( P hbA Re M^), h-r ♦ rL- hn^ 7 ^N 

ADPH-T-fe hT-k^;i/CoAU ^^^--fe*a^(phbB Re it^)^^^;i,x h-T • 
=L- hD77 fi^phbCAB Re ^-/^n - ^ # - (T Re # - ^ ^ - ^ -) £-g"£?B 
amHI-BamHI^S:, pJRD215(Z)BamHIg|5&K:3g*g • if At53 t^i U^^lbfc 
o fit, FpJKSc46- P ha&, P ps ^ n *E- # phaCl ps ^t^ % P hbA R 

e *tte^\ phbB Re 3tte^J&tfT Re # - ^ * - * - fc-g-frKpnl-Sadt^ pJRD215 
A ©Kpnl % Saclgpfific^ . #f At" £ Zl £ IC J; »J L fe „ £ tC, X 5- F 

pJKSc54- P hab«, p ps ^'n i E-^~, phaCl ps 3t£-?, p Re :/n # phbARe 
phbBge^^&tKTge^-^ ^-^-$:-g-tJKpnI-SacI^S: % P JRD215 
©Kpnl % Sad»ffilc»|g-#A'rSii:K:J:»;&^i8Ufe 0 Z.<D£olZTm*>tl 

[0 0 3 4] 

^1M3] is=L- F^E^X - XXtf-61-3^(phbC::tet)^^^#(Df^§g 
^SfcMl lZ&^Tnbtlfc*/=L- F^X • ^Xlf-61-3^CDphbC ps ^^ 
^(phbC::tet)lC, II^M 2 KZ^Tf^ftfc:/^;* ^ F£, gh^gJt&lCj: 
y*ALT^R«R»#&ftnHLfc. *T4 mm<D?^* ^ FPJASC22 

, PJBB49- P hb, P JKSc46-pha, pJKSc54-phab£-£;ft-r;ft;*;j©gS17-l *5MC&<ft;*j 

15 ffilE4f 2 0 0 0 - 3 0 7 3 4 2 0 
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X • XXbf-ei-S^CphbCrrtetJ^^^-tl-rtlLB^^l.Smlifit?, 30^7:— Bfc*g 
^Lfc. ?£lC. ^^©^^fO.lml^tJf^rL- K^E^-X • X^tf-61-3^(phbC 
::tet)#©J&ai&0.1»l&3&-&U 30'CT4 R3M8U&#Lfc. fit, SSftiR^iS 

&ms*^«i (0.9% y ^ h y 0.15% y y ^ a, 0.05%^ 

ftT>=E— 2%#*;i/3 — 0.1% (v/v) Trace element solution (CoCl 
2 -6H 2 0 0.218g, FeCl 3 9.7g, CaClg 7.8g, NiCl 3 '6H 2 0 0.118g. CrCl 3 '6H 2 0 0.1 
05g, CuS0 4 • 5fl 2 0 0.156g£0.lMMl literic?gs#e I, , 1.5%^5c. 50 

mg/\io±^4 *sy. 12.5mg/l^ h5t>f * U >) fC^ffU 30n-e2~5H|^ 

PJASC22, pJBB49-phb, pJKSc46-pha % $3£Zf. pJKSc54-phab$r^-rs^K^^^ 
fc^tl^^U S/a- K^"*"* • xXfcr-ASc22$U BB49|fc, KSc46*fc, 33<fct^ KS 
c54|*i:#i&bfeo 
[0 0 3 5] 

*/ a - • X^tf-61-3^(phbC::tet)^^#tCj:S^ 

y I7f^l 

S/a.- K^E-^-X • XXlf-61-3#KphbC::tet)t5fU ASc22^. BB49$t, KS 
c46#fc, KSc54*ft&. -ttl-^tU 2%^VV:3 £^t?100ml<Z>MS*giffilCfilK U 
P77X3^ 281CT?48l§ia*Sft|bfc„ J: oTS#&0JKU 

[0 0 3 6] 

^«^10~30mglC2ml(Z)^-^^y-;i/?g^ (15:85) £2 ml 
©*Dn*;i/A£gs;&nLT^&U 100 TDT'140 ^MtSi £IC J: »J, Sfls 
p^/Ky acx^^^^^^^X^-^;!/?:^^:,, ZltlJC 1 mltf>si»tfc£g&;&ll bt 

1 6 ffiM# 2000-3073420 
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5 ~7 liSr?*lg#migGC-14A. ^r-Vtf^U-^J^AttGL^^X > X *±$gNEUTRA B 
0ND-1 (^^A«25m, jj 52* ft % 0.25mm, ^SI^O.4 n m) £JSV^ 0 



[0 0 3 7] 





(g/I) 










3HB 

(C4) 


3HHx 

(C6) 


3HO 
(Cs) 


3HD 
(Cio) 


3HDD 

(Cn) 


3H5DD 

(Cl2) 


phbGrtet 


0,7 


4 


36 


0 


6 


23 


20 


15 


Asc22 


0.7 


6 


64 


0 


2 


15 


11 


8 


BB49 


1.7 


38 


92 


0 


I 


4 


2 


1 


Ksc46 


2.6 


37 


81 


0 


i 


9 


5 


4 


Ksc54 


2.5 


45 


91 


0 


1 


3 


3 


1 



^) 3HB : 3-t HO*->^>R ; 3HHx : 3-t Kn+J^+tfVK : 3H0 : S-tFD+^^VB ; 
3HD : 3-t l«a*>TA>8 ; 3 HDD : 3-t K^flVK ; 3HS0D : 3-t Ka+->-cis-5-F^ >K 



[0 0 3 8] 

4fc tf-61-3^(phbC::tet)}Cj:oT^^tlfejKUxx^;Hi. 3HB^^36mol%^ 

#A$tlfeASc22^Cj:oT^m$tlfe5j<Ua:x^-;V«> 3HB#^#irffB;K U mx 
"rMZit^fr-ffrlzmtiais. ^J64mol%7?^»o^o — b —7 • =l- h n 

«toT^H$tlfe3i<U3:X'x;i/li, 81~92mol%iH^VN3HB4>^$:^LTV%fe 0 * 

z:tL^©tticfe^S/KU mx^;i/©®^^a^ii. 37~45MS%£:l^'fii 
Sr^bfeo — JfKlC, l^SHB^O^S-a-jKUaiX^^POeB-co-SHA)^ P(3HB)h 

17 £fifiE#2 0 0 0 - 3 0 7 3 4 2 0 
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[0 0 3 9] 

fcU* ^lC3HB^^(DHJ^^fi^/Jf iJI^fiK P(3HB-co-3HA) ^ttSii: 
T-&So ^©Jcei^^Ux^^^ti, i&^&^&^ttlC-g^TfcU, P(3HB) iC 

[0 0 4 0] 
[SH^] 

SEQUENCE LISTING 

<110> The Institute of Physical and Chemical Research ; Japan Science and 

Technology Corporetion 
<120> The method of production of coplymer ized polyester 
<130> RJH1 1-020 
<160> 11 

<210> 1 
<211> 1680 
<212> DNA 

<213> Pseudomonas sp. strain 61-3 

<220> 

<221> CDS 

<222> (1)..(1677) 

<400> 1 

atg agt aac aag aat age gat gac ttg aat cgt caa gec teg gaa aac 48 

Met Ser Asn Lys Asn Ser Asp Asp Leu Asn Arg Gin Ala Ser Glu Asn 

1 5 10 15 

1 8 ffilE# 2000-3073420 
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acc ttg ggg ctt aac cct gtc ate ggc ctg cgt gga aaa gat ctg ctg 96 
Thr Leu Gly Leu Asn Pro Val He Gly Leu Arg Gly Lys Asp Leu Leu 

20 25 30 

act tct gec cga atg gtt tta acc caa gec ate aaa caa ccc att cac 144 
Thr Ser Ala Arg Met Val Leu Thr Gin Ala He Lys Gin Pro He His 

35 40 45 

age gtc aag cac gtc gcg cat ttt ggc ate gag ctg aag aac gtg atg 192 
Ser Val Lys His Val Ala His Phe Gly He Glu Leu Lys Asn Val Met 

50 55 60 

ttt ggc aaa teg aag ctg caa ccg gaa age gat gac cgt cgt ttc aac 240 
Phe Gly Lys Ser Lys Leu Gin Pro Glu Ser Asp Asp Arg Arg Phe Asn 
65 70 75 80 

gac ccc gec tgg agt cag aac cca etc tac aaa cgt tat eta caa acc 288 
Asp Pro Ala Trp Ser Gin Asn Pro Leu Tyr Lys Arg Tyr Leu Gin Thr 

85 90 95 

tac ctg gcg tgg cgc aag gaa etc cac gac tgg ate ggc aac age aaa 336 
Tyr Leu Ala Trp Arg Lys Glu Leu His Asp Trp lie Gly Asn Ser Lys 

100 105 110 

ctg tec gaa cag gac ate aat cgc get cac ttc gtg ate acc ctg atg 384 
Leu Ser Glu Gin Asp He Asn Arg Ala His Phe Val He Thr Leu Met 

115 120 125 

acc gaa gee atg gee ccg acc aac agt gcg gee aat ccg gcg gcg gtc 432 
Thr Glu Ala Met Ala Pro Thr Asn Ser Ala Ala Asn Pro Ala Ala Val 

130 135 140 

aaa cgc ttc ttc gaa acc ggc ggt aaa age ctg etc gac ggc etc aca 480 
Lys Arg Phe Phe Glu Thr Gly Gly Lys Ser Leu Leu Asp Gly Leu Thr 
145 150 155 160 

cat ctg gec aag gac ctg gta aac aac ggc ggc atg ccg age cag gtg 528 
His Leu Ala Lys Asp Leu Val Asn Asn Gly Gly Met Pro Ser Gin Val 

1 9 2000-3073420 
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165 170 175 

gac atg ggc get ttc gaa gtc ggc aag agt ctg ggg acg act gaa ggt 576 
Asp Met Gly Ala Phe Glu Val Gly Lys Ser Leu Gly Thr Thr Glu Gly 

180 185 190 

gca gtg gtt ttc cgc aac gac gtc etc gaa ttg ate cag tac egg ccg 624 
Ala Val Val Phe Arg Asn Asp Val Leu Glu Leu He Gin Tyr Arg Pro 

195 200 205 

ace ace gaa cag gtg cat gag cga ccg ctg ctg gtg gtc cca ccg cag 672 
Thr Thr Glu Gin Val His Glu Arg Pro Leu Leu Val Val Pro Pro Gin 

210 215 220 

ate aac aag ttt tat gtg ttt gac ctg age ccg gat aaa age ctg gcg 720 
He Asn Lys Phe Tyr Val Phe Asp Leu Ser Pro Asp Lys Ser Leu Ala 
225 230 235 240 

cgc ttc tgc ctg age aac aac cag caa acc ttt ate gtc age tgg cgc 768 
Arg Phe Cys Leu Ser Asn Asn Gin Gin Thr Phe lie Val Ser Trp Arg 

245 250 255 

aac ccg acc aag gee cag cgt gag tgg ggt ctg teg act tac ate gat 816 
Asn Pro Thr Lys Ala Gin Arg Glu Trp Gly Leu Ser Thr Tyr He Asp 

260 265 270 

gcg etc aaa gaa gee gtc gac gta gtt tec gee ate acc ggc age aaa 864 
Ala Leu Lys Glu Ala Val Asp Val Val Ser Ala He Thr Gly Ser Lys 

275 280 285 

gac ate aac atg etc ggc gec tgc tec ggt ggc att acc tgc acc gcg 912 
Asp He Asn Met Leu Gly Ala Cys Ser Gly Gly lie Thr Cys Thr Ala 

290 295 300 

ctg ctg ggt cac tac gec get etc ggc gag aag aag gtc aat gee ctg 960 
Leu Leu Gly His Tyr Ala Ala Leu Gly Glu Lys Lys Val Asn Ala Leu 
305 310 315 320 

acc ctt ttg gtc age gtg etc gac acc acc etc gac tec cag gtt gca 1008 

2 0 ffi|E#2 0 0 0 - 3 0 7 3 4 2 0 
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Thr Leu Leu Val Ser Val Leu Asp Thr Thr Leu Asp Ser Gin Val Ala 

325 330 335 

ctg ttc gtc gat gag aaa acc ctg gaa get gec aag cgt cac teg tat 1056 
Leu Phe Val Asp Glu Lys Thr Leu Glu Ala Ala Lys Arg His Ser Tyr 

340 345 350 

cag gec ggc gtg ctg gaa ggc cgc gac atg gec aaa gtc ttc gec tgg 1104 
Gin Ala Gly Val Leu Glu Gly Arg Asp Met Ala Lys Val Phe Ala Trp 

355 360 365 

atg cgc cct aac gac ctg ate tgg aac tac tgg gtc aac aac tac ctg 1152 
Met Arg Pro Asn Asp Leu He Trp Asn Tyr Trp Val Asn Asn Tyr Leu 

3 ™ 375 380 

ctg ggt aac gag cca ccg gtc ttc gac att ctt ttc tgg aac aac gac 1200 
Leu Gly Asn Glu Pro Pro Val Phe Asp He Leu Phe Trp Asn Asn Asp 
385 390 395 400 

acc acc egg ttg cct get gcg ttc cac ggc gat ctg ate gaa atg ttc 1248 
Thr Thr Arg Leu Pro Ala Ala Phe His Gly Asp Leu He Glu Met Phe 

405 410 415 

aaa aat aac cca ctg gtg cgc gec aat gca etc gaa gtg age ggc acg 1296 
Lys Asn Asn Pro Leu Val Arg Ala Asn Ala Leu Glu Val Ser Gly Thr 

420 425 430 

ccg ate gac etc aaa cag gtc act gec gac ate tac tec ctg gee ggc 1344 
Pro He Asp Leu Lys Gin Val Thr Ala Asp He Tyr Ser Leu Ala Gly 

435 440 445 

acc aac gat cac ate acg ccc tgg aag tct tgc tac aag teg gcg caa 1392 
Thr Asn Asp His He Thr Pro Trp Lys Ser Cys Tyr Lys Ser Ala Gin 

450 455 460 

ctg ttc ggt ggc aag gtc gaa ttc gtg ctg tec age agt ggg eat ate 1440 
Leu Phe Gly Gly Lys Val Glu Phe Val Leu Ser Ser Ser Gly His He 
465 470 475 480 

2 1 tHUn 2000-3073420 
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cag age att ctg aac ccg ccg ggc aat ccg aaa tea cgt tac atg acc 
Gin Ser lie Leu Asn Pro Pro Gly Asn Pro Lys Ser Arg Tyr Met Thr 

485 490 495 

age acc gac atg cca gee acc gee aac gag tgg caa gaa aac tea acc 
Ser Thr Asp Met Pro Ala Thr Ala Asn Glu Trp Gin Glu Asn Ser Thr 

500 505 510 

aag cac acc gac tec tgg tgg ctg cac tgg cag gee tgg cag gee gag 
Lys His Thr Asp Ser Trp Trp Leu His Trp Gin Ala Trp Gin Ala Glu 

515 520 525 

cgc teg ggc aaa ctg aaa aag tec ccg acc age ctg ggc aac aag gee 
Arg Ser Gly Lys Leu Lys Lys Ser Pro Thr Ser Leu Gly Asn Lys Ala 

530 535 540 

tat ccg tea gga gaa gee gcg ccg ggc acg tat gtg cat gaa cgt taa 
Tyr Pro Ser Gly Glu Ala Ala Pro Gly Thr Tyr Val His Glu Arg 
545 550 555 

<210> 2 
<211> 559 
<212> PRT 

<213> Pseudomonas sp. strain 61-3 
<400> 2 

Met Ser Asn Lys Asn Ser Asp Asp Leu Asn Arg Gin Ala Ser Glu Asn 

15 10 15 

Thr Leu Gly Leu Asn Pro Val lie Gly Leu Arg Gly Lys Asp Leu Leu 

20 25 30 

Thr Ser Ala Arg Met Val Leu Thr Gin Ala He Lys Gin Pro He His 

35 40 45 

Ser Val Lys His Val Ala His Phe Gly He Glu Leu Lys Asn Val Met 

2 2 ffi$E# 2000-3073420 



1488 



1536 



1584 



1632 



1680 
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50 55 60 

Phe Gly Lys Ser Lys Leu Gin Pro Glu Ser Asp Asp Arg Arg Phe Asn 

65 7 0 75 80 

Asp Pro Ala Trp Ser Gin Asn Pro Leu Tyr Lys Arg Tyr Leu Gin Thr 

85 90 95 

Tyr Leu Ala Trp Arg Lys Glu Leu His Asp Trp He Gly Asn Ser Lys 

100 105 110 

Leu Ser Glu Gin Asp He Asn Arg Ala His Phe Val lie Thr Leu Met 

115 120 125 

Thr Glu Ala Met Ala Pro Thr Asn Ser Ala Ala Asn Pro Ala Ala Val 

130 135 140 

Lys Arg Phe Phe Glu Thr Gly Gly Lys Ser Leu Leu Asp Gly Leu Thr 
145 150 155 160 

His Leu Ala Lys Asp Leu Val Asn Asn Gly Gly Met Pro Ser Gin Val 

165 170 175 

Asp Met Gly Ala Phe Glu Val Gly Lys Ser Leu Gly Thr Thr Glu Gly 

I 80 185 190 

Ala Val Val Phe Arg Asn Asp Val Leu Glu Leu lie Gin Tyr Arg Pro 

195 200 205 

Thr Thr Glu Gin Val His Glu Arg Pro Leu Leu Val Val Pro Pro Gin 

210 215 220 

He Asn Lys Phe Tyr Val Phe Asp Leu Ser Pro Asp Lys Ser Leu Ala 
225 230 235 240 

Arg Phe Cys Leu Ser Asn Asn Gin Gin Thr Phe He Val Ser Trp Arg 

2 *5 250 255 

Asn Pro Thr Lys Ala Gin Arg Glu Trp Gly Leu Ser Thr Tyr He Asp 

260 265 270 

Ala Leu Lys Glu Ala Val Asp Val Val Ser Ala He Thr Gly Ser Lys 
275 280 285 



2 3 
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Asp He Asn Met Leu Gly Ala Cys Ser Gly Gly He Thr Cys Thr Ala 

290 295 300 

Leu Leu Gly His Tyr Ala Ala Leu Gly Glu Lys Lys Val Asn Ala Leu 
305 310 315 320 

Thr Leu Leu Val Ser Val Leu Asp Thr Thr Leu Asp Ser Gin Val Ala 

325 330 335 

Leu Phe Val Asp Glu Lys Thr Leu Glu Ala Ala Lys Arg His Ser Tyr 

340 345 350 

Gin Ala Gly Val Leu Glu Gly Arg Asp Met Ala Lys Val Phe Ala Trp 

355 360 365 

Met Arg Pro Asn Asp Leu He Trp Asn Tyr Trp Val Asn Asn Tyr Leu 

370 375 380 

Leu Gly Asn Glu Pro Pro Val Phe Asp He Leu Phe Trp Asn Asn Asp 
385 390 395 400 

Thr Thr Arg Leu Pro Ala Ala Phe His Gly Asp Leu He Glu Met Phe 

405 410 415 

Lys Asn Asn Pro Leu Val Arg Ala Asn Ala Leu Glu Val Ser Gly Thr 

420 425 430 

Pro He Asp Leu Lys Gin Val Thr Ala Asp He Tyr Ser Leu Ala Gly 

435 440 445 

Thr Asn Asp His He Thr Pro Trp Lys Ser Cys Tyr Lys Ser Ala Gin 

450 455 460 

Leu Phe Gly Gly Lys Val Glu Phe Val Leu Ser Ser Ser Gly His He 
465 470 475 480 

Gin Ser He Leu Asn Pro Pro Gly Asn Pro Lys Ser Arg Tyr Met Thr 

485 490 495 

Ser Thr Asp Met Pro Ala Thr Ala Asn Glu Trp Gin Glu Asn Ser Thr 

500 505 510 

Lys His Thr Asp Ser Trp Trp Leu His Trp Gin Ala Trp Gin Ala Glu 

2 4 ffiH4$ 2000-3073420 
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515 520 525 

Arg Ser Gly Lys Leu Lys Lys Ser Pro Thr Ser Leu Gly Asn Lys Ala 

530 535 540 

Tyr Pro Ser Gly Glu Ala Ala Pro Gly Thr Tyr Val His Glu Arg 
545 550 555 



<210> 3 
<211> 1683 
<212> DNA 

<213> Pseudomonas sp. strain 61-3 



<220> 

<221> CDS 

<222> (1)..(1680) 



<400> 3 

atg aga gag aaa cca acg ccg ggc ttg ctg ccc aca ccc gcg acg ttc 48 
Met Arg Glu Lys Pro Thr Pro Gly Leu Leu Pro Thr Pro Ala Thr Phe 
# 1 5 10 15 

ate aac get cag agt gcg att acc ggt ctg cgc ggc egg gat ctg ttc 96 
lie Asn Ala Gin Ser Ala He Thr Gly Leu Arg Gly Arg Asp Leu Phe 

20 25 30 

teg acc ctg cgc age gtg gee gee cac ggc ctg cgt cac ccg gtg cgc 144 
Ser Thr Leu Arg Ser Val Ala Ala His Gly Leu Arg His Pro Val Arg 

35 40 45 

age gee cgt cat gtt ctg gca ctg ggc ggc cag ttg ggc cgc gtg ctg 192 
Ser Ala Arg His Val Leu Ala Leu Gly Gly Gin Leu Gly Arg Val Leu 

50 55 60 

ctg ggc gaa acg ctg cac acg ccg aac ccg aaa gac aat cgc ttt gcg 240 

2 5 mSE# 2000-3073420 
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Leu Gly Glu Thr Leu His Thr Pro Asn Pro Lys Asp Asn Arg Phe Ala 
65 70 75 80 

gac ccg acc tgg aga ctg aat ccg ttt tac egg cgc age ctg cag gee 288 

Asp Pro Thr Trp Arg Leu Asn Pro Phe Tyr Arg Arg Ser Leu Gin Ala 

85 90 95 

tat ctg age tgg cag aaa cag gtc aaa age tgg ate gat gaa age ggc 336 

Tyr Leu Ser Trp Gin Lys Gin Val Lys Ser Trp He Asp Glu Ser Gly 

100 105 110 

atg agt gac gat gac cgc gee cgc gcg cat ttc gtc ttc gca ctg etc 384 

^ Met Ser Asp Asp Asp Arg Ala Arg Ala His Phe Val Phe Ala Leu Leu 
115 120 125 

aat gac gee gtg tec ccc tec aat acc ctg etc aac ccg eta gcg ate 432 

Asn Asp Ala Val Ser Pro Ser Asn Thr Leu Leu Asn Pro Leu Ala He 

130 135 140 

aag gag ctg ttc aac tec ggt ggc aac age ctg gtc cgc ggt etc age 480 

Lys Glu Leu Phe Asn Ser Gly Gly Asn Ser Leu Val Arg Gly Leu Ser 
145 150 155 160 

cat tta ttc gac gac ctg atg cac aac aac ggg ctg ccc agt cag gtc 528 

^ His Leu Phe Asp Asp Leu Met His Asn Asn Gly Leu Pro Ser Gin Val 

165 170 175 

acc aaa cac gee ttc gag att ggc aag acc gtg gca acc acc gee ggg 576 

Thr Lys His Ala Phe Glu He Gly Lys Thr Val Ala Thr Thr Ala Gly 

180 185 190 

tec gtg gtg ttt cgc aac gag ctg etc gag ctg atg cag tac aag ccg 624 

Ser Val Val Phe Arg Asn Glu Leu Leu Glu Leu Met Gin Tyr Lys Pro 

195 200 205 

atg age gaa aaa cag tac gee aag ccg ttg ctg ate gtc ccg ccg cag 672 

Met Ser Glu Lys Gin Tyr Ala Lys Pro Leu Leu He Val Pro Pro Gin 

210 215 220 

2 6 aj!E4# 2000-3073420 
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att aac aag tac tac att ttc gac etc age ccg ggt aac age ttc gtc 720 
He Asn Lys Tyr Tyr He Phe Asp Leu Ser Pro Gly Asn Ser Phe Val 
225 230 235 240 

cag tac gca ttg aag aat ggt ctg cag gtg ttc gtg gtc age tgg cgt 768 
Gin Tyr Ala Leu Lys Asn Gly Leu Gin Val Phe Val Val Ser Trp Arg 

245 250 255 

aac ccg gat gtt cgc cac cgc gaa tgg ggc ctg tec agt tac gtt gag 816 
Asn Pro Asp Val Arg His Arg Glu Trp Gly Leu Ser Ser Tyr Val Glu 

260 265 270 

gca ctg gaa gaa gca ctg aat gtt tgc cgc get ate acc ggc gcg cgc 864 
Ala Leu Glu Glu Ala Leu Asn Val Cys Arg Ala He Thr Gly Ala Arg 

275 280 285 

gac gtc aat ctg atg ggc gee tgt get ggc ggc ctg acc ate gcg get 912 
Asp Val Asn Leu Met Gly Ala Cys Ala Gly Gly Leu Thr He Ala Ala 

290 295 300 

ctg caa ggt cat ctg caa gee aag egg caa ctg egg egg gtc tec age 960 
Leu Gin Gly His Leu Gin Ala Lys Arg Gin Leu Arg Arg Val Ser Ser 
305 310 315 320 

gee age tac ctg gtc age ctg ctg gat age cag ata gac age ccg gcg 1008 
Ala Ser Tyr Leu Val Ser Leu Leu Asp Ser Gin He Asp Ser Pro Ala 

325 330 335 

acg ttg ttc gec gat gag cag acg ctg gaa gee gee aag cgc cat tec 1056 
Thr Leu Phe Ala Asp Glu Gin Thr Leu Glu Ala Ala Lys Arg His Ser 

340 345 350 

tat caa cga ggt gtg etc gag ggg cgc gac atg gcg aaa ate ttc gee 1104 
Tyr Gin Arg Gly Val Leu Glu Gly Arg Asp Net Ala Lys He Phe Ala 

355 360 365 

tgg atg cgc ccc aat gac ctg ate tgg aac tac tgg gtc aac aac tac 1152 
Trp Met Arg Pro Asn Asp Leu He Trp Asn Tyr Trp Val Asn Asn Tyr 

2 7 mH#2 0 0 0 - 3 0 7 3 4 2 0 
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370 375 380 

ctg ctg ggc aaa gaa ccg ccg gcc ttc gac att ctg tat tgg aac agt 1200 

Leu Leu Gly Lys Glu Pro Pro Ala Phe Asp He Leu Tyr Trp Asn Ser 
385 390 395 400 

gac aac acg cgc ctg cca gcg gca ttc cat ggc gac ctg ctg gac ttc 1248 

Asp Asn Thr Arg Leu Pro Ala Ala Phe His Gly Asp Leu Leu Asp Phe 

405 410 415 

ttc aag cac aat ccg ctg act cac ccc ggc ggg ctg gag gtc tgt ggc 1296 

Phe Lys His Asn Pro Leu Thr His Pro Gly Gly Leu Glu Val Cys Gly 

420 425 430 

acg cct ate gat ttg cag aag gtc aac gta gac age ttc age gtg gcc 1344 

Thr Pro He Asp Leu Gin Lys Val Asn Val Asp Ser Phe Ser Val Ala 

435 440 445 

ggc ate aac gac cac ate act ccg tgg gac gcg gtg tac cgc teg ace 1392 

Gly He Asn Asp His He Thr Pro Trp Asp Ala Val Tyr Arg Ser Thr 

450 455 460 

ctg ctg ctg ggt ggc gac egg cgc ttc gta ctg tec aac age ggg cat 1440 

Leu Leu Leu Gly Gly Asp Arg Arg Phe Val Leu Ser Asn Ser Gly His 
465 470 475 480 

ate cag age ate etc aac ccg ccg age aac ccc aag tec aac tac ate 1488 

He Gin Ser He Leu Asn Pro Pro Ser Asn Pro Lys Ser Asn Tyr He 

485 490 495 

gag aac ccc aag etc agt ggc gat cca cgc gcc tgg tat tac gac ggc 1536 

Glu Asn Pro Lys Leu Ser Gly Asp Pro Arg Ala Trp Tyr Tyr Asp Gly 

500 505 510 

ace cat gtc gaa ggt age tgg tgg cca cgt tgg ctg age tgg att cag 1584 

Thr His Val Glu Gly Ser Trp Trp Pro Arg Trp Leu Ser Trp He Gin 

515 520 525 

gag cgc tec ggt ace caa cgc gaa acc ctg atg gcc ctt ggt aac cag 1632 

2 8 2000-3073420 
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Glu Arg Ser Gly Thr Gin Arg Glu Thr Leu Met Ala Leu Gly Asn Gin 

530 535 540 

aac tat cca ccg atg gag gcg gcg cca ggt acc tac gtg cgc gtg cgc 1680 
Asn Tyr Pro Pro Met Glu Ala Ala Pro Gly Thr Tyr Val Arg Val Arg 
545 550 555 560 

tga 1683 

<210> 4 
<211> 560 
♦ <212> PRT 

<213> Pseudomonas sp. strain 61-3 



<400> 4 

Met Arg Glu Lys Pro Thr Pro Gly Leu Leu Pro Thr Pro Ala Thr Phe 

15 10 15 

He Asn Ala Gin Ser Ala He Thr Gly Leu Arg Gly Arg Asp Leu Phe 

20 25 30 

Ser Thr Leu Arg Ser Val Ala Ala His Gly Leu Arg His Pro Val Arg 

35 40 45 

Ser Ala Arg His Val Leu Ala Leu Gly Gly Gin Leu Gly Arg Val Leu 

50 55 60 

Leu Gly Glu Thr Leu His Thr Pro Asn Pro Lys Asp Asn Arg Phe Ala 
65 70 75 80 

Asp Pro Thr Trp Arg Leu Asn Pro Phe Tyr Arg Arg Ser Leu Gin Ala 

85 90 95 

Tyr Leu Ser Trp Gin Lys Gin Val Lys Ser Trp He Asp Glu Ser Gly 

100 105 110 

Met Ser Asp Asp Asp Arg Ala Arg Ala His Phe Val Phe Ala Leu Leu 
115 120 125 



2 9 M2 0 0 0-3 0 7 34 2 0 
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Asn Asp Ala Val Ser Pro Ser Asn Thr Leu Leu Asn Pro Leu Ala He 

130 135 140 

Lys Glu Leu Phe Asn Ser Gly Gly Asn Ser Leu Val Arg Gly Leu Ser 
145 150 155 160 

His Leu Phe Asp Asp Leu Met His Asn Asn Gly Leu Pro Ser Gin Val 

165 170 175 

Thr Lys His Ala Phe Glu He Gly Lys Thr Val Ala Thr Thr Ala Gly 

180 185 190 

Ser Val Val Phe Arg Asn Glu Leu Leu Glu Leu Met Gin Tyr Lys Pro 

195 200 205 

Met Ser Glu Lys Gin Tyr Ala Lys Pro Leu Leu lie Val Pro Pro Gin 

210 215 220 

He Asn Lys Tyr Tyr He Phe Asp Leu Ser Pro Gly Asn Ser Phe Val 
225 230 235 240 

Gin Tyr Ala Leu Lys Asn Gly Leu Gin Val Phe Val Val Ser Trp Arg 

245 250 255 

Asn Pro Asp Val Arg His Arg Glu Trp Gly Leu Ser Ser Tyr Val Glu 

260 265 270 

Ala Leu Glu Glu Ala Leu Asn Val Cys Arg Ala lie Thr Gly Ala Arg 

275 280 285 

Asp Val Asn Leu Met Gly Ala Cys Ala Gly Gly Leu Thr lie Ala Ala 

290 295 300 

Leu Gin Gly His Leu Gin Ala Lys Arg Gin Leu Arg Arg Val Ser Ser 
305 310 315 320 

Ala Ser Tyr Leu Val Ser Leu Leu Asp Ser Gin lie Asp Ser Pro Ala 

325 330 335 

Thr Leu Phe Ala Asp Glu Gin Thr Leu Glu Ala Ala Lys Arg His Ser 

340 345 350 

Tyr Gin Arg Gly Val Leu Glu Gly Arg Asp Met Ala Lys He Phe Ala 
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355 360 365 

Trp Met Arg Pro Asn Asp Leu lie Trp Asn Tyr Trp Val Asn Asn Tyr 

370 375 380 

Leu Leu Gly Lys Glu Pro Pro Ala Phe Asp He Leu Tyr Trp Asn Ser 
385 390 395 400 

Asp Asn Thr Arg Leu Pro Ala Ala Phe His Gly Asp Leu Leu Asp Phe 

405 410 415 

Phe Lys His Asn Pro Leu Thr His Pro Gly Gly Leu Glu Val Cys Gly 

420 425 430 

Thr Pro He Asp Leu Gin Lys Val Asn Val Asp Ser Phe Ser Val Ala 

435 440 445 

Gly He Asn Asp His He Thr Pro Trp Asp Ala Val Tyr Arg Ser Thr 

450 455 460 

Leu Leu Leu Gly Gly Asp Arg Arg Phe Val Leu Ser Asn Ser Gly His 
465 470 475 480 

He Gin Ser He Leu Asn Pro Pro Ser Asn Pro Lys Ser Asn Tyr He 

485 490 495 

Glu Asn Pro Lys Leu Ser Gly Asp Pro Arg Ala Trp Tyr Tyr Asp Gly 

500 505 510 

Thr His Val Glu Gly Ser Trp Trp Pro Arg Trp Leu Ser Trp He Gin 

515 520 525 

Glu Arg Ser Gly Thr Gin Arg Glu Thr Leu Met Ala Leu Gly Asn Gin 

530 535 540 

Asn Tyr Pro Pro Met Glu Ala Ala Pro Gly Thr Tyr Val Arg Val Arg 
545 550 555 560 



<210> 5 
<211> 1179 
<212> DNA 
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<213> Ralstonia eutropha 



<220> 

<221> CDS 

<222> (1)..(1179) 



<400> 5 

atg act gac gtt gtc ate gta tec gee gee cgc ace gcg gtc ggc aag 48 
Met Thr Asp Val Val He Val Ser Ala Ala Arg Thr Ala Val Gly Lys 

15 10 15 

ttt ggc ggc teg ctg gee aag ate ccg gca ccg gaa ctg ggt gec gtg 96 
Phe Gly Gly Ser Leu Ala Lys He Pro Ala Pro Glu Leu Gly Ala Val 

20 25 30 

gtc ate aag gee gcg ctg gag cgc gec ggc gtc aag ccg gag cag gtg 144 
Val He Lys Ala Ala Leu Glu Arg Ala Gly Val Lys Pro Glu Gin Val 

35 40 45 

age gaa gtc ate atg ggc cag gtg ctg ace gee ggt teg ggc cag aac 192 
Ser Glu Val lie Met Gly Gin Val Leu Thr Ala Gly Ser Giy Gin Asn 

50 55 60 

ccc gca cgc cag gec gcg ate aag gec ggc ctg ccg gcg atg gtg ccg 240 
Pro Ala Arg Gin Ala Ala lie Lys Ala Gly Leu Pro Ala Met Val Pro 
65 70 75 80 

gec atg acc ate aac aag gtg tgc ggc teg ggc ctg aag gec gtg atg 288 
Ala Met Thr He Asn Lys Val Cys Gly Ser Gly Leu Lys Ala Val Met 

85 90 95 

ctg gee gec aac gcg ate atg gcg ggc gac gec gag ate gtg gtg gee 336 
Leu Ala Ala Asn Ala He Met Ala Gly Asp Ala Glu He Val Val Ala 

100 105 110 

ggc ggc cag gaa aac atg age gec gee ccg cac gtg ctg ccg ggc teg 384 

3 2 ffiSE#2 0 0 0 - 3 0 7 3 4 2 0 
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Gly Gly Gin Glu Asn Met Ser Ala Ala Pro His Val Leu Pro Gly Ser 

115 120 125 

cgc gat ggt ttc cgc atg ggc gat gcc aag ctg gtc gac acc atg ate 432 

Arg Asp Gly Phe Arg Met Gly Asp Ala Lys Leu Val Asp Thr Met He 

130 135 140 

gtc gac ggc ctg tgg gac gtg tac aac cag tac cac atg ggc ate acc 480 

Val Asp Gly Leu Trp Asp Val Tyr Asn Gin Tyr His Met Gly He Thr 
145 150 155 160 

gcc gag aac gtg gcc aag gaa tac ggc ate aca cgc gag gcg cag gat 528 

Ala Glu Asn Val Ala Lys Glu Tyr Gly He Thr Arg Glu Ala Gin Asp 

165 170 175 

gag ttc gcc gtc ggc teg cag aac aag gcc gaa gcc gcg cag aag gcc 576 

Glu Phe Ala Val Gly Ser Gin Asn Lys Ala Glu Ala Ala Gin Lys Ala 

180 185 190 

ggc aag ttt gac gaa gag ate gtc ccg gtg ctg ate ccg cag cgc aag 624 

Gly Lys Phe Asp Glu Glu He Val Pro Val Leu He Pro Gin Arg Lys 

195 200 205 

ggc gac ccg gtg gcc ttc aag acc gac gag ttc gtg cgc cag ggc gcc 672 

Gly Asp Pro Val Ala Phe Lys Thr Asp Glu Phe Val Arg Gin Gly Ala 

210 215 220 

acg ctg gac age atg tec ggc etc aag ccc gcc ttc gac aag gcc ggc 720 

Thr Leu Asp Ser Met Ser Gly Leu Lys Pro Ala Phe Asp Lys Ala Gly 
225 230 235 240 

acg gtg acc gcg gcc aac gcc teg ggc ctg aac gac ggc gcc gcc gcg 768 

Thr Val Thr Ala Ala Asn Ala Ser Gly Leu Asn Asp Gly Ala Ala Ala 

245 250 255 

gtg gtg gtg atg teg gcg gcc aag gcc aag gaa ctg ggc ctg acc ccg 816 

Val Val Val Met Ser Ala Ala Lys Ala Lys Glu Leu Gly Leu Thr Pro 

260 265 270 
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ctg gcc acg ate aag age tat gee aac gee ggt gtc gat ccc aag gtg 864 
Leu Ala Thr He Lys Ser Tyr Ala Asn Ala Gly Val Asp Pro Lys Val 

275 280 285 

atg ggc atg ggc ccg gtg ccg gcc tec aag cgc gcc ctg teg cgc gcc 912 
Met Gly Met Gly Pro Val Pro Ala Ser Lys Arg Ala Leu Ser Arg Ala 

290 295 300 

gag tgg acc ccg caa gac ctg gac ctg atg gag ate aac gag gcc ttt 960 
Glu Trp Thr Pro Gin Asp Leu Asp Leu Met Glu He Asn Glu Ala Phe 
305 310 315 320 

gcc gcg cag gcg ctg gcg gtg cac cag cag atg ggc tgg gac acc tec 1008 
Ala Ala Gin Ala Leu Ala Val His Gin Gin Met Gly Trp Asp Thr Ser 

325 330 335 

aag gtc aat gtg aac ggc ggc gcc ate gcc ate ggc cac ccg ate ggc 1056 
Lys Val Asn Val Asn Gly Gly Ala He Ala He Gly His Pro He Gly 

340 345 350 

gcg teg ggc tgc cgt ate ctg gtg acg ctg ctg cac gag atg aag cgc 1104 
Ala Ser Gly Cys Arg lie Leu Val Thr Leu Leu His Glu Met Lys Arg 

355 360 365 

cgt gac gcg aag aag ggc ctg gcc teg ctg tgc ate ggc ggc ggc atg 1152 
Arg Asp Ala Lys Lys Gly Leu Ala Ser Leu Cys He Gly Gly Gly Met 

370 375 380 

ggc gtg gcg ctg gca gtc gag cgc aaa 1179 
Gly Val Ala Leu Ala Val Glu Arg Lys 
385 390 



<210> 6 
<211> 393 
<212> PRT 

<213> Ralstonia eutropha 
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<400> 6 

Met Thr Asp Val Val He Val Ser Ala Ala Arg Thr Ala Val Gly Lys 

15 10 15 

Phe Gly Gly Ser Leu Ala Lys He Pro Ala Pro Glu Leu Gly Ala Val 

20 25 30 

Val He Lys Ala Ala Leu Glu Arg Ala Gly Val Lys Pro Glu Gin Val 

35 40 45 

Ser Glu Val He Met Gly Gin Val Leu Thr Ala Gly Ser Gly Gin Asn 

50 55 60 

Pro Ala Arg Gin Ala Ala He Lys Ala Gly Leu Pro Ala Met Val Pro 
65 70 75 80 

Ala Met Thr He Asn Lys Val Cys Gly Ser Gly Leu Lys Ala Val Met 

85 90 95 

Leu Ala Ala Asn Ala lie Met Ala Gly Asp Ala Glu He Val Val Ala 

100 105 110 

Gly Gly Gin Glu Asn Met Ser Ala Ala Pro His Val Leu Pro Gly Ser 

115 120 125 

Arg Asp Gly Phe Arg Met Gly Asp Ala Lys Leu Val Asp Thr Met He 

130 135 140 

Val Asp Gly Leu Trp Asp Val Tyr Asn Gin Tyr His Met Gly He Thr 
145 150 155 160 

Ala Glu Asn Val Ala Lys Glu Tyr Gly He Thr Arg Glu Ala Gin Asp 

165 170 175 

Glu Phe Ala Val Gly Ser Gin Asn Lys Ala Glu Ala Ala Gin Lys Ala 

180 185 190 

Gly Lys Phe Asp Glu Glu He Val Pro Val Leu He Pro Gin Arg Lys 

195 200 205 

Gly Asp Pro Val Ala Phe Lys Thr Asp Glu Phe Val Arg Gin Gly Ala 
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Thr Leu Asp Ser Met Ser Gly Leu Lys Pro Ala Phe Asp Lys Ala Gly 
225 230 235 240 

Thr Val Thr Ala Ala Asn Ala Ser Gly Leu Asn Asp Gly Ala Ala Ala 

245 250 255 

Val Val Val Met Ser Ala Ala Lys Ala Lys Glu Leu Gly Leu Thr Pro 

260 265 270 

Leu Ala Thr He Lys Ser Tyr Ala Asn Ala Gly Val Asp Pro Lys Val 

275 280 285 

Met Gly Met Gly Pro Val Pro Ala Ser Lys Arg Ala Leu Ser Arg Ala 

290 295 300 

Glu Trp Thr Pro Gin Asp Leu Asp Leu Met Glu lie Asn Glu Ala Phe 
305 310 315 320 

Ala Ala Gin Ala Leu Ala Val His Gin Gin Met Gly Trp Asp Thr Ser 

325 330 335 

Lys Val Asn Val Asn Gly Gly Ala He Ala He Gly His Pro He Gly 

340 345 350 

Ala Ser Gly Cys Arg He Leu Val Thr Leu Leu His Glu Met Lys Arg 

355 360 365 

Arg Asp Ala Lys Lys Gly Leu Ala Ser Leu Cys lie Gly Gly Gly Met 

370 375 380 

Gly Val Ala Leu Ala Val Glu Arg Lys 
385 390 



<210> 7 
<211> 738 
<212> DNA 

<213> Ralst nia eutropha 
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<220> 
<221> CDS 
<222> (1)..(738) 

<400> 7 

atg act cag cgc att gcg tat gtg acc ggc ggc atg ggt ggt ate gga 48 
Met Thr Gin Arg He Ala Tyr Val Thr Gly Gly Met Gly Gly He Gly 

15 10 15 

acc gec att tgc cag egg ctg gec aag gat ggc ttt cgt gtg gtg gee 96 
Thr Ala lie Cys Gin Arg Leu Ala Lys Asp Gly Phe Arg Val Val Ala 

20 25 30 

ggt tgc ggc ccc aac teg ccg cgc cgc gaa aag tgg ctg gag cag cag 144 
Gly Cys Gly Pro Asn Ser Pro Arg Arg Glu Lys Trp Leu Glu Gin Gin 

35 40 45 

aag gec ctg ggc ttc gat ttc att gec teg gaa ggc aat gtg get gac 192 
Lys Ala Leu Gly Phe Asp Phe He Ala Ser Glu Gly Asn Val Ala Asp 

50 55 60 

tgg gac teg. acc aag acc gca ttc gac aag gtc aag tec gag gtc ggc 240 
Trp Asp Ser Thr Lys Thr Ala Phe Asp Lys Val Lys Ser Glu Val Gly 
65 70 75 80 

gag gtt gat gtg ctg ate aac aac gee ggt ate acc cgc gac gtg gtg 288 
Glu Val Asp Val Leu He Asn Asn Ala Gly He Thr Arg Asp Val Val 

85 90 95 

ttc cgc aag atg acc cgc gec gac tgg gat gcg gtg ate gac acc aac 336 
Phe Arg Lys Met Thr Arg Ala Asp Trp Asp Ala Val He Asp Thr Asn 

100 105 110 

ctg acc teg ctg ttc aac gtc acc aag cag gtg ate gac ggc atg gee 384 
Leu Thr Ser Leu Phe Asn Val Thr Lys Gin Val He Asp Gly Met Ala 
115 120 125 
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gac cgt ggc tgg ggc cgc ate gtc aac ate teg teg gtg aac ggg cag 432 
Asp Arg Gly Trp Gly Arg He Val Asn He Ser Ser Val Asn Gly Gin 

130 135 140 

aag ggc cag ttc ggc cag acc aac tac tec acc gec aag gec ggc ctg 480 
Lys Gly Gin Phe Gly Gin Thr Asn Tyr Ser Thr Ala Lys Ala Gly Leu 
145 150 155 160 

cat ggc ttc acc atg gca ctg gcg cag gaa gtg gcg acc aag ggc gtg 528 
His Gly Phe Thr Met Ala Leu Ala Gin Glu Val Ala Thr Lys Gly Val 

165 170 175 

acc gtc aac acg gtc tct ccg ggc tat ate gec acc gac atg gtc aag 576 
Thr Val Asn Thr Val Ser Pro Gly Tyr He Ala Thr Asp Met Val Lys 

180 185 190 

gcg ate cgc cag gac gtg etc gac aag ate gtc gcg acg ate ccg gtc 624 
Ala He Arg Gin Asp Val Leu Asp Lys He Val Ala Thr lie Pro Val 

195 200 205 

aag cgc ctg ggc ctg ccg gaa gag ate gec teg ate tgc gec tgg ttg 672 
Lys Arg Leu Gly Leu Pro Glu Glu He Ala Ser He Cys Ala Trp Leu 

210 215 220 

teg teg gag gag tec ggt ttc teg acc ggc gec gac ttc teg etc aac 720 
Ser Ser Glu Glu Ser Gly Phe Ser Thr Gly Ala Asp Phe Ser Leu Asn 
225 230 235 240 

ggc ggc ctg cat atg ggc 738 
Gly Gly Leu His Met Gly 
245 

<210> 8 
<211> 246 
<212> PRT 

<213> Ralston ia eutropha 
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<400> 8 

Met Thr Gin Arg He Ala Tyr Val Thr Gly Gly Met Gly Gly He Gly 

15 10 15 

Thr Ala He Cys Gin Arg Leu Ala Lys Asp Gly Phe Arg Val Val Ala 

20 25 30 

Gly Cys Gly Pro Asn Ser Pro Arg Arg Glu Lys Trp Leu Glu Gin Gin 

35 40 45 

Lys Ala Leu Gly Phe Asp Phe lie Ala Ser Glu Gly Asn Val Ala Asp 

50 55 60 

Trp Asp Ser Thr Lys Thr Ala Phe Asp Lys Val Lys Ser Glu Val Gly 
65 70 75 80 

Glu Val Asp Val Leu He Asn Asn Ala Gly He Thr Arg Asp Val Val 

85 90 95 

Phe Arg Lys Met Thr Arg Ala Asp Trp Asp Ala Val lie Asp Thr Asn 

100 105 110 

Leu Thr Ser Leu Phe Asn Val Thr Lys Gin Val He Asp Gly Met Ala 

115 120 125 

Asp Arg Gly Trp Gly Arg He Val Asn He Ser Ser Val Asn Gly Gin 

130 135 140 

Lys Gly Gin Phe Gly Gin Thr Asn Tyr Ser Thr Ala Lys Ala Gly Leu 
145 150 155 160 

His Gly Phe Thr Met Ala Leu Ala Gin Glu Val Ala Thr Lys Gly Val 

165 170 175 

Thr Val Asn Thr Val Ser Pro Gly Tyr He Ala Thr Asp Met Val Lys 

180 185 190 

Ala He Arg Gin Asp Val Leu Asp Lys He Val Ala Thr He Pro Val 

195 200 205 

Lys Arg Leu Gly Leu Pr Glu Glu He Ala Ser He Cys Ala Trp Leu 

3 9 ffilE# 2000-3073420 
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210 215 220 

Ser Ser Glu Glu Ser Gly Phe Ser Thr Gly Ala Asp Phe Ser Leu Asn 
225 230 235 240 

Gly Gly Leu His Met Gly 
245 



<210> 9 
<211> 542 
<212> DNA 

<213> Pseudomonas sp. strain 61-3 



<400> 9 

gaattcttgc gcgtgcactc 
caatttggca agatcggcgt 
aaattgacct tcgacgacgg 
ctggcacaac gtcaggaagc 
aagtcccgcg acccaagcga 
ctttagaggg cattttctaa 
gcctgcttgc gaaaaaaatt 
gctctctgaa ctagaaagca 
cggttgctgt gtgactacac 
ag 



tccttccgcc gaagtccagg 
aggcctgaac aaggtagaac 
ccatgacagc ggcctgttca 
actttgggca gattatcttg 
atccatcgtc aagctgatgc 
tttcatctgt ttgaatgctc 
aaactcgggt aaccaatgga 
acgttgtgca attaacggtc 
agctggtccc ggtactcgtc 



gccacggcaa 


acctatcctg 


60 


cggccggtca 


gtacgcactg 


120 


cctgggatta 


tctgtaccaa 


180 


cagaactcaa 


agcggctgga 


240 


tctaattcag 


gcctcttgct 


300 


cgctgtgcgg 


caagcgattg 


360 


gctggcaagt 


tccctgcagt 


420 


acccgagcag 


tagtacctgg 


480 


tcaggacaat 


ggagcgtcgt 


540 






542 



<210> 10 
<211> 841 
<212> DNA 

<213> Ralstonia eutropha 



<400> 10 
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cccgggcaag taccttgccg acatctatgc gctggcgcgc acgcgcctgg cgcgcgccgg 60 
ctgtaccgag gtctacggcg gcgacgcctg caccgtggcc gacgccggtc gcttctactc 120 
ctatcggcgc gatggcgtga ccggccgcat ggccagcctg gtctggctgg cggactgagc 180 
ccgccgctgc ctcactcgtc cttgcccctg gccgcctgcg cgcgctcggc ttcagccttg 240 
cgtcggcggc ggccgggcgt gcccatgatg tagagcacca cgccaccggc gccatgccat 300 
acatcaggaa ggtggcaacg cctgccacca cgttgtgctc ggtgatcgcc atcatcagcg 360 
ccacgtagag ccagccaatg gccacgatgt acatcaaaaa ttcatccttc tcgcctatgc 420 
tctggggcct cggcagatgc gagcgctgca taccgtccgg taggtcggga agcgtgcagt 480 
gccgaggcgg attcccgcat tgacagcgcg tgcgttgcaa ggcaacaatg gactcaaatg 540 
tctcggaatc gctgacgatt cccaggtttc tccggcaagc atagcgcatg gcgtctccat 600 
gcgagaatgt cgcgcttgcc ggataaaagg ggagccgcta tcggaatgga cgcaagccac 660 
ggccgcagca ggtgcggtcg agggcttcca gccagttcca gggcagatgt gccggcagac 720 
cctcccgctt tgggggaggc gcaagccggg tccattcgga tagcatctcc ccatgcaaag 780 
tgccggccag ggcaatgccc ggagccggtt cgaatagtga cggcagagag acaatcaaat 840 
c 841 

<210> 11 
<211> 292 
<212> DNA 

<213> Ralstonia eutropha 
<400> 11 

cctgccggcc tggttcaacc agtcggcagc cggcgctggc gcccgcgtat tgcggtgcag 60 
ccagcgcggc gcacaaggcg gcgggcgttt cgtttcgccg cccgtttcgc gggccgtcaa 120 
ggcccgcgaa tcgtttctgc ccgcgcggca ttcctcgctt tttgcgccaa ttcaccgggt 180 
tttccttaag ccccgtcgct tttcttagtg ccttgttggg catagaatca gggcagcggc 240 
gcagccagca ccatgttcgt gcagcgcggc cctcgcgggg gcgaggctgc ag 292 
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(££EEliz£) CoA-SH 
hT-k5=-;U-CoA 
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P(3HB) 




H OH O 
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3HA-CoA 
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